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Figure 3A 
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1 ccggggctggaggggggcaagcgggttccgaggtgcaaagcctgg 
tgccccgagccctgcggagctcggggccagc 
77 ^ggcccccacgctgcaacaggcgtaccggaggcgctggtggatg 

MAPTLQQAYRRRWWM 15 
122 gcctgcacggctgtgctggagaacctcttcttctctgctgtactc 

ACTAVLENLFFSAVL 30 
167 ctgggctggggctccctgttgatcattctgaagaacgagggcttc 

LGWGSLLI ILKNEGF 45 
212 tattccagcacgtgcccagctgagagcagcaccaacaccacccag 

YSSTCPAESSTN'TTQ 60 
257 gacgagcagcgcaggtggccaggctgtgaccagcaggacgagatg 

DEQRRWPGCDQQDEM 75 
302 ctcaacctgggct t caeca ttggt tec ttcgt get cagcgccacc 

LNLGFTIGSFVLSAT 90 
34 7 accctgccactggggatcctcatggaccgctttggcccccgaccc 

T L PL G I LMD R F G P R P 105 

3 92 gtgcggctggttggcagtgcctgcttcactgcgtcctgcaccct c 

VRLVGSACFTASCTL 120 

4 37 atggccctggcctcccgggacgtggaagctctgtctccgttgata 

MALASRDVEALS P L I 125 
4 82 t tec tggcgctgtccc tgaatggct ttggtggcat ctgcctaacg 

FLALSLNGFGGICLT 150 
527 t react t cactcacgctgcccaacatgt t tgggaacct gcgctcc 

FTSL TLPNMFGN LRS 165 
572 acgttaatggccctcatgattggctcttacgcctcttctgccat t 

TLMALMIGSYASSAI 180 
617 acgttcccaggaatcaagctgatctacgatgccggtgtggcctt c 

TFPGIKLIYDAGVAF 195 
662 gtggtcatcatgttcacctggtctggcctggcctgccttatctt t 

VVIMFTWSGLACLIF 210 
7 07 ctgaactgcaccctcaactggcccatcgaagcctt tcctocccct 

LNCTLNWPIEAFPAP 225 
7 52 gaggaactcaat tacacgaagaaga tcaagctgagtgggccggcc 

E E V N Y T K K I K L S G l"a 24 C 
7 97 ccggaceacaaggcgacaggtgacctct tctacacccatgt gacc 

L D K K V TG D L F Y T H V T 255 
84 2 aceacgggccagaggct cagccagaaggcccccaacctggaggac 

TMGQRLSQKAPSLED 270 
887 ggttcggatgccttcatgtcaccccaggatgttcggggcacctca 

GSDAFMSPQDVRGTS 285 
932 gaaaaccttcctgragaggtctgtccccttacgcaagagcctctgc 

ENLP'ERSVPLRKSLC 300 
977 tcccccactttcctgtggagcctcct caeca tgggcatgacccag 

SPTFLWSLLTMGM'TQ 315 
1022 ctgcggatcatcttctacatggctgctgtgaacaagatgctggag 

LRI IFYMAAVNKML'e 330 
10 67 tacct tgtgactggtggccaggagcatgagacaaatgaacagcaa 

YLVTGGQEHETNEQQ 345 
1112 caaaaggtggcagagacagttgggttctactcctccgtcttcggg , 

QKVAETVGFYSSVFG 360 
1157 gccatgcagctgttgtgccttctcacctgccccctcattggctac 

AMQLLCLLT C PLIGY 375 
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12 02 atcatggactggcgljatcaa^gactgcgtggacgccccaactcag 

I M DWRI KDCVD A PTQ 390 
1247 ggcactgtcctcggagatgccagggacggggt tgctaccaaatcc 

GTVLGDARDGVATK'S 405 
12 92 atcagaccacgctactgcaagatccaaaagctcaccaatgccatc 

IRPRYCKIQKLTNAI 420 
1337 agtgccttcaccctgaccaacctgctgcctgtgggttttggcate 

SAFTLTNLLLVGFGI 435 
1382 acctgtctcatcaacaacttacacctccagtttgtgacctttgtc 

TCLINNLHLQF VTFV 450 
1427 ctgcacaccattgttcgaggtttcttccactcagcctgtgggagt 

LHTIVRG'F'FHSACGS .465 
1472 ctctatgctgcagtgttcccatccaaccactttgggacgctgaca 

LYAAVFPSNHFGTLT 480 
1517 ggcctgcagtccctcatcagtgctgtgttcgccttgct tcagcag 

GLQSLISAVFALLQQ 4?5 
1562 ccacct t tcatggcgatggtaggacccctgaaaggagagccct t c 

PLF MAMVGP-LKGEPF510 
160" tgggcgaatctgggcctcctgctat tctcactcctgggattcctg 
agagcgagggttggtgtggggggagcaggagccactctc 
WVNLGLLLFSLLGFL 525 
R A R V G V G G A G A T L 52 5 
1652 ttgcct tcctacctcttctattaccgtgcccggctccagcaggag 
ctgggggcaggggtagggccttgtatgtggtgccatccctcactc 
LPSYLFYYRARLQQE 540 
LGAGVGPCM'WCH P S L 5 4 0 
1697 tacgccgccaatgggatgggcccactgaaggtgcttagcggctc:; 
atcccagccagaggcacctcagaggcctctaat ccgcaggc tccc 
YAANGMGPLKVLSGS 555 
I SARGTSEVSNLQVS 555 
1742 gaggcgaccgcacag 1756 
aagttgtctgccttttag 1759 
E V T A * 559 
K L S A F *#560 



acttctcagaccaagggacctggatgacaggcaatcaaggcctga 
gcaaccaaaaggagtgccccatatggct tctctacctgcaacaig 
cacatagagccatggccgtagatttataaataccaagagaagttc 
tat t tt tgtaaagactgcaaaaaggaggaaaaaaaaccc t caaaa 
acgccccctaagtcaacgctccattgactgaagacagcccccacc 
ctacaggggt tgagct t tcttcctcct tgggt tggaggagaccag 
ggtgcctct tatctcct tctagcggtctgcctcctggcacctcct 
ggggggatcggcaaacaggctacccctgaggtcccatgtgccatg 
agtgtgcacaacatgcaatgtgtctgtgtatgtgtgccatgaatg 
tgagaaaaacacagccctcctttcagaaggaaaggggcctgaggg 
ctgtgtcctgggttaggggttgggggtcggccccttccagggcca 
ggaaggcaggttccctctctggtgctgctgcttgcaagtcttaga . 
ggaaataaaaagggaagtgag aaaaaaaaa 

#there are approximately an additional 2300 nucleotides at 
this site contributing to the 5 kb transcript's 3 ' UTR . 
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Figure 5 
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